Atty. Docket No. 61030-0013 US 
Appln. No. 09/904,099 

AMENDMENTS TO THE SPECIFICATION 

Please amend the specification as follows: 

Please replace Table 1 spanning pages 7-8 with the following new Table 1 below, 
which corrects line spacing in the table only: 



Table 1 





One-Letter 

A hhfpvifif inn 


Three-Letter 
AhHrpviation 


Alanine 


A 


Ala 


Arginine 


R 


Arg 


Asparagine 


N 


Asn 


Aspartic Acid 


D 


Asp 


Cysteine 


C 


Cys 


Glutamine 


Q 


Gin 


Glutamic Acid 


E 


Glu 


Glycine 


G 


Gly 


Histidine 


H 


His 


Isoleucine 


I 


He 


Leucine 


L 


Leu 


Lysine 


K 


Lys 


Methionine 


M 


Met 


Phenylalanine 


F 


Phe 


Proline 


P 


Pro 


Serine 


S 


Ser 


Threonine 


T 


Thr 


Tryptophan 


W 


.Trp 


Tyrosine 


Y 


Tyr 


Valine 


V 


Val 



I -W A/2282579.1 



2 



Atty. Docket No. 61030-0013 US 
Appln. No. 09/904,099 



Please replace Table 2, beginning on page 18, line 13, with the following new Table 2 
shown below, which corrects line spacing in the table only (no additions or deletions to the 
amino acid sequences are to be made to Table 2): 

Table 2 

Amino Acid Sequences of Edg Receptors 

MGPTSVPLVKAHRSSVSDYVNYDIIVRHYNYTGKLNISAD 

KENS I KLT S VVFI LI CC FI I LEN I FVLLT I JVKTKKFHJRPM 



Human Edg 1 
(SEQ ID NO: 1) 

Genbank 
Accession No. 
AF233365 



YYFIGNLALSDLLAGVAYTANLL LSGATTYKLTPAQWFLR 
E GSMFVALSASVFSLLAIAI E R YI TMLKMKLHNGSNNFRL 
FLLISACWVISLILGGLPIMGW NCISALSSCSTVLPLYHK 
HYILFCTTVFTLLLLSIVILYCRIYSLV f? TRSRRL TFRKN 
JSKASJRSSgKSLALL KTVIIVLSVFIACWAPLFILLLL DV 
GC K VKT GDI LF RAEYFLVLAVLNSGTNPI I YTL TNKEMRR 
AFIR IMSCCKCPSGDSAGKFKRPI lAGMEFSRSKSDNSSH 
PQKDEGDNPETIMSSGNVNSSS 



Human Edg 2 
(SEQ ID NO: 30) 

Genbank 
Accession 
No. U78192 



MAAISTSIPVISQPQFTAMNEPQCFYNESIAFFYNRSGKH 
LATEWNTV SKLVMGLGITVCIFIMLANLLVMVAI YVNRRF 
H FPIYYLMANLAAADFFAGLAYFYLMFNTGPNTRRLTVST 
WLLRQGLIDTSLTASVANLLAIAI £;f?HJ TVFRMQLHTRMS 
jVf?J ?VVVVIVVIWTMAIVMGAIPSVGW NCICDIENCSNMAP 
LY SDSYLVFWAIFNLVTFVVMWLYAHIFGYV i^Qi^ TMRMS 
RHSSGPRRNRD TMMSLL KT VVIVLGAFI ICWTPGLVLLLL 
DVCCPQCDVLAY EKFFLLLAEFNSAMNPIIYSY i^DKgMSA 
TFRQILCCQRSENPTGPTEGSDRSASSLNHTILAGVHSND 
HSW 
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Human Edg 3 
(SEQ ID NO: 2) 

Genbank 
Accession No. 
X83864 



Human Edg 4 
(SEQ ID NO: 31) 

Genbank 
Accession No. 
AF233092 
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Appln. No. 09/904,099 

MATALPPRLQPVRGNETLREHYQYVGKLAGRLKEASEGST 
LTTVLFLVICSFIVLENLMVLIAI WKNNKFH NBMY FEIGN 
LALCDLLAGIAYKVNILM SGKKTFSLSPT VWFLREGSMFV 
ALGASTCSLLAIAI .SiRf/1, TMIKMR P YDANKRH RVFl,!, I GM 
CWLIAFTLGALPILGW NCLHNLPDCSTILPLYS KKYIAFC 
I S I FT AI LVT IVIIjYARIYFLV KSSSRKVANHNNSERSMA 
LLi RTVVIVVSVFIACWSPLFILFLID VACRVQAC P I LFKA 
QWFIVLAVLNSAMNPVIYTL ASKgMf?JRAFFiRI, VCNCL VRG 
RGARASPIQPALDPSRSKSSSSNNSSHSPKVKEDLPHTDP 
SSCIMDKNAALQNGIFCN 

MVIMGQCYYNETIGFFYNNSGKELSSHWRPKD VVVVALGL 
TVSVLVLLTNLLVIAAI ASNf?j^FH QPIYYLLGNLAAADLF 
AGVAYLFLMFH TGPRTARLSLE GWFLRQGLLDTSLTASVA 
TLLAIAV £;iRHiRS\/MA\/QLH.Sf?LPi^ GRVVMLIVGVWVAALG 
LGLLPAHSWH CLCALDRCSRMAPLLS RSYLAVWALSSLLV 
F L LM V A V Y T Rl FFYV RRR VQRMAEHVS CHPR YRE TTLSLV 
KTVVIILGAFVVCWTPGQVVLLLD GLGCESCNVLAV EKYF 
LLLAEANSLVNAAVYSC JRDA£^ff?J? TFRRLLCCACLRQS TR 
ESVHYTSSAQGGAS TRIMLPENGHPLMDS TL 



Human Edg 4 mt 
(SEQ ID NO:32) 

Genbank 
Accession No. 
AF011466 



MV I MGQC Y YNE T I G F F YNN S GKE L S S H WR PK D VVVVALGL 
TVSVLVLLTNLLVIAAI ASATRjRFH QPIYYLLGNLAAADLF 
AGVAYLFLMFH TGPRTARLSLE GWFLRQGLLDTSLTASVA 
T-L-hAlAV ERHRSVMAVQLHSRLPRG RV^nA-LlVGVViVAA'LG 
LGLLPAHSWH CLCALDRCSRMAPLLS RSYLAVWALSSLLV 
FLLMVAVYTRI FFYV RRR VQRMAEHVS CHPR YRE TTLSLV 
KTVVIILGAFVVCWTPGQVVLLLDGLGCESCNVLAVEKYF 
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Human Edg 5 
(SEQ ID NO: 33) 

Genbank 
Accession No. 
AF034780 



L LL AE AN S L VN AAVY S C RDAEMRRT FRRL LCC AC LRQ S T R 
ESVHYTSSAQGGAS TRIML PENGHPLMTPPFS YLELQR YA 
ASNKS TAPDDL WVLLAQPNQQD 

MGSLYSEYLNPNKVQEHYNYTKETLETQETTSR QVASAFI 
VILCCAIVVENLLVLIAV A.RiVSKFH SAMYLFLGNLAASDL 
LAGVAFVANTLL SGSVTLRLTPV QWFAREGSASITLSASV 
F S L L A I A I ERHVA lAKVKL YGSDKSCi ^LLLIGASWLISL 
VLGGLPILGWNC LGHLEACSTVLPLYA KHYVLCWTI FS I 
I'LI.AIVALYVRIYCVV RSSHADMAAPQ TLALL KTVTIVLG 
VFIVCWLPAFSILLLD YACPVHSCPILYK AHYFFAVSTLN 
SLLUPV lYTW RSRDLRREVLRPLQCWR PGVGVQGRRR VG T 
PGHHLLPLRSSSSLERGMHMPTSPTFLEGNTW 



Human Edg 6 
(SEQ ID NO: 34) 
Genbank 
Accession No. 
AJ000479 



MNATGTPVAPESCQQLAAGGHSRLIVLHYNHSGRLAGRGG 
PEDGGL GALRGLSVAASCLVVLENLLVLAAI TSHMRSRR]^ 
VYYCLVNITLSDLLTGAAYLANVLL SGAiR TFRLAP AQ]/^FL 
REGLLFTALAASTFSLLFTAG gjRFA TMVRPVAESGATKTS 
jR VYGFIGLCWLLAALLGMLPLLGWNC LCAFDRCSSLLPLY 
SKRYI LFCLVI FAGVLAT IMGL YGAI FRLV QASGQKAPiRP 
AAPf?KAJRiR.LL KTVLMILLAFLVCWGPLFGLLLADVF GSNL 
WAQE YLRG MDW I LALAVLNS AVN P 1 1 Y S F RSREVCRAVLS 
FLCCGCLRLGMRGPGDCLARAVEAHSGASTTDSSLRPRDS 
FRGSRSLSFRMREPLSSISSVRSI 



Human Edg 7 
SEQ ID NO: 35) 
Genbank 

l-W A/2282579.1 



MNECHYDKHMDFFYNRSNTDTVDDWTGTKL VIVLCVGTFF 
CLFIFFSNSLVIAAV JKMRKFH FPFYYLLANLAAADFFAG 
lAYVFLMFNTG PVSKTLTVN RWFLRQGLLDSSLTASLTNL 

5 
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Accession No. L V I AV ERHMS IMRMR VHSNL TKKR VTl,h I L L VWA I A I FMG 

AF127138 AVPTLGWNCL CNISACSSLAPIYS RSYLVFWTVSNLMAFL 

IMVVVY'LRIYVYV KRKTNVLSPHTSGSISRRR TPMKLMKT 
VMTVLGAFVVCWTPGLWLLLD GLNCRQCGVQHV KRWFLL 
-LA1,I.NSVVNP11YSY KDEDMYGTMKKMICCFSQENPERRP 
SR IPS TVLSRSDTGSQ YIEDSISQGAVCNKSTS 

Human Edg 8 MESGLLRPAPVSEVIVLHYNYTGKLRGARYQPGAGL RADA 
(SEQ ID NO: 36) WCLAVCAFIVLENLAVLLVL GKHPiRFtf APMFLLLGSLTL 
Genbank SDLLAGAAYAANILL SGPLTLKLSPA LWFAREGGVFVALT 
Accession No. ASV'LS'LIjAIAL ERSLTMARRGPAPVSSRG RT'LAMAAAAVJG 
AF317676 VSLLLGLLPALGWNC LGRLDACSTVLPLYA KAYVLFCVLA 

FVGI'LAAICAI.Y ARIYCQV RANARRLPARPGTAGTTS TRA 
RRKPRSLALLR TLSVVL'LAFVACVIGFl.FLLLLLD VAC PAR 
TCPVLL QADPFLGLAMANSLLNPIIYTL TNRDLRHALLRL 
VCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSF 
SGSERSSPQRDGLD TSGS TGSPGAPTAAR TL VSEPAAD 
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Please replace Table 3, beginning on page 21, line 1 with new Table 3 shown below, 
which corrects line spacing in the table only (no additions or deletions to the amino acid 
sequences are to be made to Table 3): 

Table 3 

Amino Acid Sequences of Chimeric Edg Receptors 

Edgl/3(ct) MGPTSVPLVKAHRSSVSDYVNYDIIVRHYNYTGKLNISAD 
(SEQIDNO: 3) KENSIKLTSVVFILICCFIILENIFVLLTI ^KTKKFHiRPM 
YYFIGNLALSDLLAGVAYTANLLLSGATTYKLTPAQWFLR 
EGSMFVAI^SASVFSLLAIAIERYITMLKMKLHNGSNNFRI. 
FLLISACWVISLILGGLPIMGWNCISALSSCSTVLPLYHK 
HYILFCTTVFTLLLLSIVILYCRIYSLVRriRSi^i^LTFiRKN 
JSKASiRSSSKSLALLKTVIIVLSVFIACWAPLFILLLLDV 
GCKVKTCDILFRAEYFLVLAVLNSGTNPIIYTLTSKEMRR 
AFFRLVCNCLVR6RGARASPIQPALDPSRSKSSSSNNSSH 
S PKVKEDLPHTD PS SC IMDKNAALQN6I FCN 
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Edgl/3(i3ct) MGPTSVPLVKAHRSSVSDYVNYDIIVRHYNYTGKLNISAD 
(SEQIDNO: 4) KENSIKLTSVVFILICCFI ILENIFVLLTI P\7KrfCKFHi^PM 

YYFIGNLALSDLLAGVAYTANLLLSGATTYKLTPAQWFLR 
EGSMFVA'LSASVFS'LLAIAIERYITMLKMKLHNGSNNFR'L 
FLLISACWVISLILGGLPIMGWNCISALSSCSTVLPLYHK 
HYILFCTTVFTLLLLSIVILYCRIYSLVRSSSRECVANHNN 
SERSMALLRTVIIVLSVFIACWAPLFILLLLDVGCKVKTC 
D I L FRAE Y FL VL AVLN S GTN P I I YT LT SKEMRRAFFRLVC 
NCLVRGRGARAS PI QPALDPSRSKS S S SNNS SHS PKVKED 
LPHTDPSSCIMDKNAALQNGIFCN 



Edgl/3(i2i3ct) MGPTSVPLVKAHRSSVSDYVNYDIIVRHYNYTGKLNISAD 
(SEQ IDNO:5) KENSIKLTSVVFILICCFI ILENIFVLLTI IVKrKKFi^KPM 

YYFIGNLALSDLLAGVAYTANLLLSGATTYKLTPAQWFLR 
E G S M F V A L S A S V F S L L A I A I ERHLTMI KMRP YD ANKRHRL 
FLLISACWVISLILGGLPIMGWNCISALSSCSTVLPLYHK 
HYILFCTTVFTLLLLSIVILYCRIYSLVRSSSRKVANHNN 
SERSMALLRTVIIVLSVFIACWAPLFILLLLDVGCKVKTC 
D I L FRAE Y FLVL AVLN S GTN P I I YT LT SKEMRRAFFRLVC 
NCLVRGRGARASPIQPALDPSRSKSSSSNNSSHSPKVKED 
LPHTDPSSCIMDKNAALQNGIFCN 



Edg 5/3(i3ct) MGSLYSEYLNPNKVQEHYNYTKETLETQETTSRQVASAFI 
(SEQ ID NO:37) VILCCAIVVENLLVLIAVAi^i\A5KFHSAMYLFLGNLAASDL 

LAGVAFVANTLLSGSVTLRLTPVQWFAREGSASITLSASV 

l-WA/2282579.1 g 
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FSLLAIAIEi^WAIAfCWCLYGSDKSCfayiLLLIGASWLISL 
VLGGLPILGWNCLGHLEACSTVLPLYAKHYVLCVVTIFSI 
ILLAIVALYVRIYCVVKSSSRKVANHNNSERSMALLRTVT 
IVLGVFIVCWLPAFSILLLDYACPVHSCPILYKAHYFFAV 
S T LN S LLN P V I YT WASKEMRRAFFRLVCNCLVRGRGARAS 
PIQPALEPSRSKSSSSNNSSHSPKVKEDLPHTDPSSCIMD 
KNAALQNGIFCN 



Edg8/4(ct) MESGLLRPAPVSEVIVLHYNYTGKLRGARYQPGAGLRADA 
(SEQ ID NO: 38) VVCLAVCAFIVLENLAVLLVLGiRffPiRFfiAPMFLLLGSLTL 

S DLLAGAAYAAN I LLSGPLTLKLS PALWFAREGGVFVALT 
ASVLS'L'LA1A'LERSLTMARRGPAPVSSRGRT'LAMAAAA]/^G 
VSLLLGLLPALGWNCLGRLDACSTVLPLYAKAYVLFCVLA 
F VG I L AA I C AL YAR I YCQ VRANARRLPAR PG TAGTTS TRA 
KiRiCPi^SiALLRTLSVVLLAFVACWGPLFLLLLLDVACPAR 
T C P VL LQAD P FLGL AMAN S LLN P I I YT LRDAEMRRTFRRL 
LCCACLRQSTRESVHYTSSAQGGASTRIMLPENGHPIiMTP 
PFSYLELQRYAASNKSTAPDDLWVLLAQPNQQD 



l-W A/2282579.1 



9 



Atty. Docket No. 61030-0013 US 
Appln. No. 09/904,099 

Please replace Table 4, beginning on page 35, line 13 with new Table 4 shown below, which 
corrects line spacing in the table only (no additions or deletions to the amino acid sequences 
are to be made to Table 4): 

Table 4 

PCR Primers for Generating Chimeric Edg 1 Receptors 

Primer Direction Position Sequence 5'-3' 

Edg-1 1 CCC/GCG/GTT/AAC/ATG/GGG/CCC/ACC/ 

(SEQ ID NO: 6) AGC/GTC 



Edg-3 rev 1137 

(SEQ ID NO: 7) 

El/3 CTD 942 
(SEQ ID NO: 8) 

El/3 CTD rev 942 

(SEQ ID NO: 9) 

El/3 i2 402 
(SEQ ID NO: 10) 

El/3 i2 rev 402 

(SEQ ID NO: 11) 

El/3 i2 441 
(SEQ ID NO: 12) 

El/3 i2 rev 441 

(SEQ ID NO: 13) 



CGC/GGA/TCC/TCA/GTT/GCA/GAA/GAT/ 
CCC 

CAT/TTA/CAC/TCT/GAC/CAG/CAA/GGA/ 
GAT/GCG/GCG/G 

CCG/CAT/CTC/CTT/GCT/GGT/CAG/AGT/ 
GTA/AAT/GAT/G 

GTC/TCC/TCG/CCA/TCG/CCA/TCG/AGC/ 
GGC/ACT/TGA/C 

GTC/AAG/TGC/CGC/TCG/ATG/GCG/ATG/ 
GCG/AGG/AGA 

CGC/CAA/CAA/GAG/GCA/CCG/CCT/CTT/ 
CCT/GCT/AAT/C 

GAT/TAG/CAG/GAA/GAG/GCG/GTG/CCT/ 
CTT/GTT/GGC/G 
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El/3 i3 

(SEQ ID NO: 14) 

El/3 i3 rev 
(SEQ ID NO: 15) 

El/3 i3 

(SEQ ID NO: 16) 

El/3 i3 rev 
(SEQ ID NO: 17) 



684 CTA/CTC/CTT/GGT/CAG/GTC/CAG/CAG/ 
CCG/TAA/GGT/G 

684 CAC/CTT/ACG/GCT/GCT/GGA/CCT/GAC/ 
CAA/GGA/GTA/G 

723 CAC/TGC/TGC/GGA/CCG/TGA/TTA/TCG/ 
TCC/TGA/GCG/TC 

723 GAC/GCT/CAG/GAC/GAT/AAT/CAC/GGT/ 
CCG/CAG/CAG/TG 
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Please replace Table 5, beginning on page 38, line 1 with new Table 5 shown below, 
which corrects line spacing in the table only (no additions or deletions to the amino acid 
sequences are to be made to Table 5): 



Table 5 

PCR Primers for Generating Chimeric Edg 5 Receptors 

Direction Position Sequence 5'-3' 

1 CCC/GCG/GTT/AAC/ATG/GGC/AGC/ 
TTG/TAC/TCG 



Primer 

Edg-5 

(SEQ ID NO: 18 

Edg-3 rev 1137 

(SEQ ID NO: 19) 

E5/3 864 
(SEQ ID NO:20) 

E5/3 rev 864 

(SEQ ID NO:21) 

E5/3 i3 633 
(SEQ ID NO:22) 

E5/3 i3 rev 633 

(SEQ ID NO:23) 

E5/3 i3 723 
(SEQ ID NO:24) 

El/3 i3 rev 723 

(SEQ ID NO:25) 



CGC/GGA/TCC/TCA/GTT/GCA/GAA/ 
GAT/CCC 

CGT/CAT/CTA/CAC/GTG/GGC/CAG/ 
CAA/GGA/GAT/GCG/G 

CCG/CAT/CTC/CTT/GCT/GGC/CCA/ 
CGT/GTA/GAT/GAC/G 

CAT/CTA/C TG/CGT/GGT/CAA/GTC/ 
CAG/CAG/CCG/TAA/G 

CTT/ACG/GCT/GCT/GGA/CTT/GAC/ 
CAC/GCA/GTA/GAT/G 

CAC/TGC/TGC/GGA/CCG/TGA/CCA/ 
TCG/TGC/TAG/GCG/TC 

GAC/GCC/TAG/CAC/GAT/GGT/CAC/ 
GGT/CCG/CAG/CAG/TG 
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Please replace Table 6, beginning on page 39, line 8 with new Table 6 shown below, 
which corrects line spacing in the table only (no additions or deletions to the amino acid 
sequences are to be made to Table 6): 



Table 6 

PCR Primers for Generating Chimeric Edg 8 Receptors 
Primer Direction Position Sequence 5'-3* 

Edg-8 1 CCC/GCG/GTT/AAC/ATG/GAG/TCG/ 

(SEQ ID NO:26) GGG/CTG/CTG 

Edg-4-mut rev 1149 CGC/GGA/TCC/TCA/GTC/CTG/TTG/ 

(SEQ ID NO:27) GTT/GGG 



E8/4 920 
(SEQ ID NO:28) 

E8/4 rev 920 

(SEQ ID NO:29) 



CCA/TCA/TCT/ACA/CGC/TCC/GAG/ 
ATG/CTG/AGA/TGC/G 

CGC/ATC/TCA/GCA/TCT/CGG/AGC/ 
GTG/TAG/ATG/ATG/G 
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